Abstract
Introduction

41
Pertussis, caused by Bordetella pertussis, is a highly contagious respiratory infection, pertussis is rare due to the complexity of culturing B. pertussis from clinical samples.
47
Understanding the molecular composition of these isolates is essential to obtain the molecular 48 epidemiological information that will be helpful in public heath surveillance. Two B. repeat regions (Figure 1) . Whereas, the comparison of the BDP2 with 25525 genome exhibits 111 the presence of a repeat region different than in the vaccine reference strains (Figure 2 ).
112
These repeat regions mainly carry flagellar genes involved in pathogenesis of B. pertussis.
113
Such transposable DNA elements were regarded as the potent force in the evolution of 114 bacteria (Stibitz, 1998). 
